Introducing MAPpoly?2
and updates on QTLpoly:

Supplementary Slides

Marcelo Mollinari
Gabriel Gesteira
Guilherme Pereira

Zhao-Bang Zeng

\ USDA MELI
POLYPL J(—\F s = This project is funded by USDA NIFA Specialty Crop Research MELINDA NC STATE
Q((} D -|F Initiative Award # 2020-51181-32156 (09/01/20 - 08/31/24) GATES UNIVERSITY
foundation




MAPpoly?2

GitHub page and Rpubs

 https://github.com/mmollina/mappoly2

* https://rpubs.com/mmollin/tutorial mappoly2

 https://rpubs.com/mmollin/multi_family simulation
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Inter-connected tetraploid alfalfa families
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Pairwise recombination — Time and Memory

Time vs Number of Markers by Type Memory vs Number of Markers by Marker Scope
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The simulation results showcased in this Figure were obtained using an Intel(R) Xeon(R) Gold 6226R CPU running at
2.90GHz, combined with 376 GB of RAM and 32 processing cores.
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Recombination fraction-based filtering

type

e i 13 :
Screening thresh.LOD.ph = 3 (statistical support for phase) B I n a rI Zat | O n
parameters thresh.LOD.rf =3 (statistical support for recombination)
thresh.rf =0.25 (recombination threshold)
G

probs = ¢(0.05, 0.95)

quantiles corresponding
to the given probabilities
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Mixed-ploidy cross: 4 x 2 and 6 x 4
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HMM and propagation of information in
multiple maps

Ipomea trifida chromosome 1

C )

Consensus map
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Seven populations, 6 parents, 3 ploidy levels
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Haplotype probabilities
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Other Collaborators
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